[(RERE HEM#HER]

BROY ik PRy 3SD2EIBRE

- Eotw s FRIM% : BRI E +3SD2[al R 2= FRAM % FRo K
135 ¥y SD CV(%) G D) SD CV(%) e/ ESON 3% %

HREHA (101) z7=—x BN mg/dL

S-1 189 195.2 2.9 1.47 183 195.2 22 1.10 189 201 3.2

S-2 189 85.7 1.6 1.88 184 85.6 1.2 1.42 82 89 26
1REH H (102) REUrLE> 7 mg/dL

S-1 185 3.33 0.12 359 184 3.33 0.11 3.39 30 3.6 1 05

S-2 185 0.77 039 5113 184 0.74 0.06 7.95 0.6 0.9 1 05
HEHEHA (104) FhrUL A mmol/L

S-1 175 136.1 1.1 081 174 136.1 1.1 0.78 133 139 1 06

S-2 175 145.7 2.8 1.89 173 1459 1.0 0.67 143 148 2 11
FeEE H (105) ZUA {7 mmol/L

S-1 175 3.54 0.05 153 174 3.54 0.05 1.45 34 36 1 06

S-2 175 5.33 0.11 208 173 5.34 0.06 1.04 5.2 55 2 11
FeEIH H (106) Zz—/1 BA7 :mmol/L

S-1 175 95.8 1.8 183 171 95.8 15 1.58 92 99 4 23

S-2 175 106.9 1.2 114 170 106.8 1.0 0.92 104 109 29
HREHHA 107) A BN mg/dL

s-1 171 6.73 0.15 218 170 6.73 0.14 212 6.3 7.1 1 06

s-2 171 9.70 0.17 1.80 170 9.71 0.17 1.74 9.2 10.1 1 06
HREIEH (108) fmpgy>~ HHA) -mg/dl

S-1 143 5.66 0.09 152 142 5.66 0.08 1.44 5.5 5.8 1 07

S-2 143 3.47 0.07 205 141 3.47 0.07 1.91 33 3.6 2 14
HEHHA (109) 1 7E#% AL g/dL

S-1 136 80.9 20 246 136 80.9 20 246 76 86 0.0

S-2 136 135.0 29 218 136 135.0 29 2.18 128 143 0.0
TREIH H (110) w2 Ko DA (7 rmg/dL

S-1 96 423 0.22 510 95 4.25 0.08 1.97 4.1 45 1 10

S-2 96 2.29 0.23 993 93 2.26 0.08 3.66 2.1 25 3 31
B H A (111) #EH By g/dL

S-1 188 5.47 0.08 155 187 5.46 0.08 1.49 5.3 5.7 1 05

S-2 188 8.23 0.11 1.31 188 8.23 0.11 1.31 8.0 8.5 0 00
HREHHA 112) 773 M7 g/dL

S-1 185 3.42 0.07 212 181 3.42 0.07 1.91 33 36 4 22

S-2 185 5.17 0.24 459 182 5.16 0.11 2.04 49 5.4 3 16
1REEH (113) [R/# HAr-mg/dL

S-1 184 3.78 0.08 205 180 3.78 0.07 1.78 36 39 4 22

S-2 184 7.50 0.13 1.68 181 7.51 0.11 1.46 7.3 7.8 1.6
B H (114) JRFZFFE M) mg/dL

S-1 189 33.76 0.74 219 184 33.71 0.57 1.70 324 35.6 5 26

S-2 189 13.63 0.30 218 187 13.62 0.28 2.05 12.9 14.4 2 11
HRBIE H (115) L FF=> BN mg/dL

S-1 189 3.377  0.051 151 189 3.377  0.051 1.51 3.24 353 0.0

S-2 189 0.827 0403 4870 186 0.798 0.032 3.96 0.70 0.87 1.6
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4% - SO CV() || % S S CV(%) AN RKR 4% %

HREHEA (116) =L XFm—/1 B :mg/dL

S-1 181 1345 2.2 1.67 177 134.4 1.9 1.42 130 140 4 22

S-2 181 205.1 3.2 157 180 205.1 3.1 1.50 197 214 1 06

S-3 181 136.3 2.1 151 177 136.2 1.8 1.32 132 141 4 22

S-4 181 218.8 33 150 179 218.8 3.1 1.40 212 227 2 1.1
HREHH (17) HFPERER AT mg/dL

S-1 180 71.7 14 192 177 71.7 1.3 1.75 68 75 3 17

S-2 180 108.9 2.1 1.96 177 109.0 1.9 1.77 104 114 3 17

S-3 180 99.9 1.8 1.79 176 99.9 1.6 1.59 96 104 4 22

S-4 180 202.2 8.7 431 178 202.9 4.1 2.04 191 215 2 1.1
BRI H (118) HDL-=1L R Fz—/1 B mg/dL

S-1 173 433 2.0 462 173 433 2.0 4.62 39 48 0 00

S-2 173 65.0 35 534 173 65.0 35 5.34 58 71 0 00

S-3 173 50.5 1.1 227 1M 50.5 1.0 2.05 48 53 2 12

S-4 173 52.2 2.0 377 1M 52.2 1.9 358 47 57 2 12
te&H A (119) LDL-=L- X 72—/ B :mg/dL

s-1 173 76.7 2.5 325 170 76.5 2.2 2.84 71 83 3 17

S-2 173 117.0 45 384 17 116.8 4.1 350 108 129 2 12

S-3 173 66.0 2.5 375 168 66.2 1.6 2.36 62 71 2.9

S-4 173 130.9 5.3 405 163 129.9 35 2.66 120 141 10 58
PREHH (120) C/ISTER F1/E BN mg/dL

S-1 184 3431 0.124 361 181 3438 0.113 3.29 3.11 3.75 3 16

S-2 184 0.284  0.022 791 182 0.285  0.021 7.29 0.23 0.34 2 1.1
te&H A (134) ~F2r7E2Ale (NGSPE) By

H-1 167 5.56 0.15 261 164 5.55 0.13 2.36 5.2 5.8 3 18

H-2 167 7.38 0.16 216 162 7.38 0.13 1.82 7.0 7.8 5 30
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